
Install Biopython: https://biopython.org/wiki/Download
For more information on Biopython: http://biopython.org/DIST/docs/tutorial/Tutorial.pdf

This program that searches an NCBI database (default is PubMed) for a combination of genes and terms using Biopython. It searches the database for each gene combined with the specified set of terms. The search can include operators like “and”, “not”, and “and not”. The results of the search can be tailored for the user; it can print the number, ID list, author, title, source, and/or MeSH terms. A # before the line to print results will stop the result from printing. 

To begin, the user enters their email address and specifies which database they want to search. Entering your email address is necessary because NCBI will send a warning before a ban if one is overzealous with their queries. The default search speed is 3 queries per second, but if you have an API you can go up to 10. The user then copies and pastes or manually types in a horizontal list of genes where it says genes = “YOUR GENES HERE”. Search terms are typed between the brackets of term_ls =[], or_term_ls = [], and not_term_ls[]. Note the gene list does not require commas or quotations but the term lists do. Brackets may be left empty. To be more specific with search terms, modifiers can be added in brackets next to the search term but still inside the quotes. For example, searching for all_terms = “dachshund [Gene]” to search for the fly gene instead of the dog breed. The default is all fields, below are other modifiers to use. 
[Orgn]: species name or taxon ID
[Gene]: gene
[journal]: journal
[title]: title
After specifying the search terms, they are compiled into a single search term (such as “W and X or Y and not Z”). The function then searches the database for each gene and the combined set of terms. To change the number of results printed, change retmax to the desired number. The program prints the Counts and ID List for each gene, then prompts the user to continue printing the expanded results (Author, Title, Source, MeSH terms). 
